Optimal colours (0) RYGCBMof maximum (m) Cag 10, P60, Y,=510_770, LABHNU1 79

CodeD65 Lo A*10 B*10 Crabio@10 D10  hapioid A*d ic Mc

Rme 570_770 66.33 72.55 70.58 101.22 0.1754 -0.0458 44.25928 4784
Yme 510_770 93.01 -2.11 90.12 90.15 0.1304 -0.0473 91.3 5683 4663
Gme 470_570 82.02 -77.32 43.87 88.9 0.0919 -0.0663 150.4021 43D
Cm 380_570 84.09 -49.08 -24.78 54.98 0.1068 -0.101 206.A47¥5 6244
Bme 380_510 48.29 6.08 -82.71 82.93 0.1361 -0.153 274.246B3 5683
Mm 570_470 69.24 102.25 -35.58 108.26 0.1913 -0.1095 340.898d4 4981
R, 570_440 67.0 90.33 3.77 90.41 0.1858 -0.0864 2.3 485c 485
G, 520 _570 7434 -63.34 72.71 96.43 0.0963 -0.0484 131.%32Z7 454(
W; 380_770 100.0 0.0 0.0 0.0 0.1313 -0.0887 0.0 454c 537

1-001030-LO BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10; P55, Ym=510_770, LABHNU1 79

CodeD65

Rme 570_770
Yme 510_770
Gme 470_570
Cm 380_570
Bme 380_510
Mm 570_470
R, 570_440
G, 520 570
W; 380_770

L0
67.2
93.39
81.57
83.5
47.17
69.83
67.79
74.16
100.0

A*10 B*10 C*ap,10 @10
73.36 67.79 99.89 0.1758
-0.74 85.89 85.89 0.1314
=77.21 40.59 87.23 0.0922
-51.29 -24.84 56.99 0.106
222 -81.88 81.91 0.1335
99.78 -33.0 105.1 0.1898
88.95 578 8913 0.1848
-63.55 68.8 93.67 0.0965
0.0 0.0 0.0 0.1317

b'10  hapb1oid A*d ic M¢

-0.0458 42.7 598 474
-0.0473 90.4 5633  46E3
-0.0657 152.5081  43B
-0.099 205.847H 62U
-0.1514 271.51653 5683
-0.1058 341.6199t 49
-0.0831 3.7 485 485
-0.0484 1325377  45H]
-0.0865 0.0 453c 537

1-001030-LO

BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10; P50, Y,n=510_770, LABHNU1 79

CodeD65

Rme 570_770
Yme 510_770
Gme 470_570
Cm 380_570
Bme 380_510
Mm 570_470
R, 570_440
G, 520 570
W; 380_770

L0
68.23
93.82
81.0
82.76
45.83
70.55
68.74
73.92
100.0

A*10 B*10 C*ap,10 @10
74.13 64.45 98.23 0.1763
0.71 80.89 80.89 0.1326
-77.26 36.8 85.58 0.0925
-53.92 -24.88 59.38 0.105
-2.24 -80.8 80.83 0.1305
97.04 -29.98 101.57 0.1883
87.42 80  87.78 0.1839
-63.99 64.23 90.67 0.0967
0.0 0.0 0.0 0.1323

b'10  hapb1oid A*d ic M¢

—0.0458 41.05928 47H
-0.0472 89.45633 4683
-0.0651 154.%081 43HA
—0.0967 204. 4795 62
-0.1494 268.4683 5683
-0.1014 342.806¢ 5020
-0.0793 5.2 486c 486
-0.0484 134.8637Z7 4510
—0.0841 0.0 451c 53T

1-001030-LO

BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10, P45 Ym=510_770, LABHNU1 79
CodeD65 Lo A*10 B*10 Crabio@10 D10  hapioid A*d ic Mc
Rme 570_770 69.48 74.8 60.4 96.14 0.1769 -0.0458 38.9 588 475
Yme 510_770 94.33 2.21 7495 7498 0.1342 -0.0472 88.3 5683 4683
Gme 470_570 80.25 -77.6 32.4 84.09 0.0929 -0.0643 157.308L 428
Cm 380_570 81.83 -57.1 -24.85 62.27 0.104 -0.0938 203.51806 6143
Bme 380_510 4419 -7.44 -79.35 79.69 0.127 -0.147 264.64683 5734
Mm 570_470 71.47 93.97 -26.44 97.62 0.1869 -0.0963 344.50%t 50
R, 570 440 69.89 857 10.38 86.33 0.183 -0.0751 6.9 486c 48§
G, 520 _570 73.56 -64.77 58.83 87.5 0.097 -0.0483 137.6327 449
W; 380_770 100.0 0.0 0.0 0.0 0.1332 -0.0811 0.0 449c 53T%

1-001030-LO BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10; P40, Y,=510_770, LABHNU1 79

CodeD65

Rme 570_770
Yme 510_770
Gme 470_570
Cm 380_570
Bme 380_510
Mm 570_470
R, 570_440
G, 520 570
W; 380_770

L0
71.0
94.91
79.27
80.64
42.15
72.64
71.32
73.04
100.0

A*10 B*10 C*ap,10 @10
75.23 55.43 9345 0.1777
3.7 67.82 67.92 0.1361
-78.35 27.29 82.97 0.0933
-60.97 -24.73 65.8 0.1029
-13.49 -77.35 7852 0.1228
90.51 -22.27 93.21 0.1855
83.72 12.84 847 0.1824
-66.07 52.42 84.34 0.0974
0.0 0.0 0.0 0.1345

b’10

—0.0458 36.3 5938
—-0.0471 86.8 57
-0.0633 160.5081
—0.0905 202.61816
—-0.1442 260.1613
-0.0902 346.502&
-0.0703 8.7 487t
-0.0482 141.%387
—0.0777 0.0 44dc

hap,10id A*d ic

A*c
47
4653
508t
6143
5724
50
487
448
538

1-001030-LO

BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10, P35 Ym=510_770, LABHNU1 79

CodeD65

Rme 570_770
Yme 510_770
Gme 470_570
Cm 380_570
Bme 380_510
Mm 570_470
R, 570_440
G, 520 570
W; 380_770

L0
72.89
95.58
77.9
79.05
39.57
74.16
73.12
72.24
100.0

A*10 B*10 C*ap,10 @10
75.18 49.28 89.89 0.1787
5.08 59.22 59.43 0.1387
-79.76 21.37 8258 0.094
-65.75 -24.39 70.13 0.1018
-20.52 -7452 77.3 0.118
86.53 -17.4 88.26 0.1844
81.31 15.16 82.71 0.182
-68.15 44.8 81.56 0.0978
0.0 0.0 0.0 0.1364

b'10  hapb1oid A*d ic M¢

—0.0458 33.25938 47B5
-0.047 85.05734 463
-0.0622 165.(60271 5071
—0.0864 200.31886 6143
-0.1406 254.646B3 5734
-0.0832 348.603t 53]
-0.065 10.5 487t 487
-0.0481 146.6337 448
—0.0735 0.0 440c 538

1-001030-LO

BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10, P30, Y,=510_770, LABHNU1_79

CodeD65

Rme 570_770
Yme 510_770
Gme 470_570
Cm 380_570
Bme 380_510
Mm 570_470
R, 570_440
G, 520 570
W; 380_770

L0

75.28
96.36
75.95
76.84
36.21
76.19
75.44
70.98
100.0

A*10 B*10 C*ap,10 @10
74.19 4158 85.05 0.1801
6.16 48.8 49.19 0.1422
-82.17 14.61 83.46 0.0948
-71.72 -23.66 75.52 0.1009
-28.55 -70.39 75.96 0.1121
81.76 -11.79 82.6 0.1838
78.14 16.86 79.94 0.1822
-71.43 35,75 79.87 0.0984
0.0 0.0 0.0 0.1395

b’10

—0.0458 29.2 5938
—-0.0469 82.8 573
-0.0606 169.%071
—0.0813 198.248%7
-0.136 247.%1693
-0.075 351.505t
-0.0594 12.1 488t
-0.048 153.46387
—0.0686 0.0 429c

hap,10id A*d ic

Mo
4803
4663
5074
6183
5739
508
4881
47
538

1-001030-LO

BE980-7A_1



Optimal colours (0) RYGCBMof maximum (m) Cag 10, P25, Y,=510_770, LABHNU1 79

CodeD65

Rme 570_770
Yme 510_770
Gme 470_570
Cm 380_570
Bme 380_510
Mm 570_470
R, 570_440
G, 520 570
W; 380_770

L0

78.39
97.25
73.01
73.63
31.68
78.94
78.47
68.89
100.0

A*10 B*10 C*ap,10 @10
71.39 3198 78.23 0.1821
6.61 36.35 36.94 0.1472
-86.05 7.25 86.35 0.096
-79.16 -22.12 82.2 0.1002
-37.36 -64.11 74.21 0.1051
75.63 -5.69 75.84 0.1841
7351 16.98 7545 0.1832
-76.47 25.24 80.53 0.0993
0.0 0.0 0.0 0.1443

b'10  hapb1oid A*d ic M¢

—0.0458 24.15959 48B3
-0.0467 79.6 5786 4683
-0.0587 175.150271 5071
—0.0751 195.61887 6147
-0.13 239.4714 5889
-0.0658 355.606t 5

-0.0538 13.06284 4

-0.0479 161./387 538
—0.0628 0.0 490c 538

1-001030-LO

BE980-7A_1



