Optimalfarben (0) RYGCBMvon maximalem (m)Capg 10, D65, Yme=520_770, CIEXYZ

Code, K=1:25 X0 Yo Z10 X10 Y10 710 hxy10id Ad ic Ac
R, 570_770 51.26 32.98 3.86 0.5818 0.3743 0.0438 236.%928 4785
Yme 520_770 69.07 69.04 4.45 0.4844 0.4842 0.0312 230.5683 4683
Gme 470_570 23.4 56.85 22.61 0.2275 0.5526 0.2198 211.5133 5151
Cn 380_570 37.34 60.47 96.6 0.192 0.311 0.4968 214.A7B 5R8|
Bme 380_520 19.65 24.43 96.0 0.1403 0.1744 0.6852 225.4683 5683
Mm 570_470 65.17 36.56 77.61 0.3633 0.2038 0.4327 244.%15& 5153
B, 380_470 1731 7.18 77.61 0.1695 0.0703 0.76 230.144% sl
Co 470_520 5.71 20.81 22.01 0.1177 0.4288 0.4534 221.61867 4861
G, 520 570 21.08 39.51 4.45 0.3241 0.6074 0.0684 219.3428 5441
W 380_770 85.33 90.0 96.6 0.3137 0.3309 0.3552 226.5194t 498
N 380 770 341 3.6 3.86 0.3137 0.3309 0.3552 226.4Hc 498
AGRS50-1A_1

Optimalfarben (0) RYGCBMvon maximalem (m)Cag 10, D65, Yme=520_770, YABIND
Code, K=1:25 Yo A0 Bio Casa10 a0 b1o hag,10id A*d ic A*c
R, 570_770 32.98 49.97 3154 59.09 1.5541 -0.0468 32.25928 47H
Yme 520_770 69.04 9.02 69.65 70.23 1.0004 -0.0258 82.6 5683 4618
Gme 470_570 56.85 -76.24 38.41 85.37 0.4117 -0.1591 153.5183 5164
Cn 380_570 60.47 -49.96 -31.69 59.17 0.6176 -0.6389 212.3785 5939
Bme 380_520 24,43 -8.77 -69.77 70.32 0.8044 -1.5716 262.81683 5633
Mm 570_470 36.56 76.24 -38.36 85.35 1.7821 -0.8489 333.509t 5021
B, 380_470 7.18 26.27 -69.9 74.67 2.4113 -4.3228 290.3148 Stesul
Co 470_520 20.81 -35.05 0.33 35.05 0.2745 -0.4229 179.4867 4861
G, 520 570 39.51 -40.94 3795 55.83 0.5336 -0.045 137.5H428 5421
W 380_770 90.0 0.0 0.0 0.01 0.9481 -0.4293 0.0 598 478
N 380770 36 0.0 00 0.0l 09481 -0.4293 140.7538 418
AGRS50-3A_1

Optimalfarben (0) RYGCBMvon maximalem (m)Cag 10, D65, Yme=520_770, CIELAB_76
Code, K=1:25 Lip a*10 b*10 Crap10@10 b0  hapioid Ad ic A¢c
R, 570_770 64.15 61.85 72.1 95.0 0.254 -0.0411 49.3 6265 4714
Yme 520_770 86.53 7.97 107.48 107.77 0.2193 -0.0337 85.7 5683 4683
Gme 470_570 80.1 -100.88.66 110.83 0.1631 -0.0619 155.0 2P3 513
Cn 380 _570 82.09 -56.28 -23.96 61.17 0.1867 -0.0984 203.@4765 4761
Bme 380_520 56.52 -16.65 -67.65 69.67 0.2039 -0.1328 256.4683 5785
Mm 570_470 66.95 83.7 -36.48 91.31 0.2659 -0.1081 336.411t 5122
B, 380_470 3223 75.81 -96.35 122.6 0.2941 -0.1861 308.4510 5381
Co 470_520 52.76 -100.258 100.22 0.1425 -0.0857 179.6 486 486
G, 520 570 69.12 -63.95 77.47 100.46 0.1779 -0.0406 129.%337 449
W 380_770 96.0 0.0 0.0 0.0 0.2154 -0.0861 338.8510c 52P
N 380 770 22.33 0.0 0.0 0.0 0.2154 -0.0861 0.0 486c 486
AGRS50-5A_1

Optimalfarben (0) RYGCBMvon maximalem (m)Cag 10, D65, Yme=520_770, LABHNU1_
Code, K=1:25 Ljp A*10 B*10 Cfapio0@10 b0  hapioid Ad ic M¢
R, 570_770 64.15 64.78 55.73 85.45 0.1702 -0.0547 40.7 5989 47U
Yme 520_770 86.53 7.14 78.71 79.03 0.1333 -0.0511 84.8 5683 4663
Gme 470_570 80.1 -68.74 39.71 79.39 0.0941 -0.0688 149.%071 448
Cn 380 570 82.09 -43.23 -21.9 48.47 0.1078 -0.1006 206.8715 6244
Bme 380_520 56.52 -13.89 -63.53 65.03 0.1202 -0.1333 257.61683 572/
Mm 570_470 66.95 92.26 -33.68 98.22 0.1854 -0.1098 339.913 4989
B, 380_470 32.23 94.09 -92.25 131.77 0.2274 -0.1851 315.8520 5281
Co, 470_520 52.76 -61.75 0.52 61.76 0.0849 -0.0891 179.5:1867 4861
G, 520 570 69.12 -47.05 59.68 75.99 0.1022 -0.0544 128.5387 4551
W 380_770 96.0 0.0 0.0 0.0 0.1298 -0.0895 0.0 48éc 4BB
N 380 770 22.33 0.0 0.0 0.0 0.1298 -0.0895 155.95Q0 485

AGR50-7A_1

AGR51-7R




